
>Ple157_consensus_vector_trimmed 
AACTGATAAAAGAATAAAACACTTAAATGAATAACAAGGAACTGAGTATA 
TGTATATTTCATCAGGGGAGGGGCTAGGACTCCCACTCGGAGGCCTCAGG 
AGTTCTGCTGGGCGTCGCGAAGGAGCTTCTCCTCCCGCCGCTTCCGTAAC 
CTCTCTTTGAATTCCTCTATCTCTTGAAGCTAGGGGTGGAGAAGCGGGTG 
GGACAGGAAGGGGGGAGGGGCACACACCTCAGAGCCGGGACCACCCCCCC 
CGCCCACCTCTCCCACCACCCTGCCCCAGACCACGGCTTCAGGGTTCAGT 
GTCTTCACTGGAAGCCCCCTGCCAATTACAAAGGGGTCCGCGTGGGATCC 
GCTTCACTCTTCCAGGAGAAGGCAATAAGGAAACCATCTACTCCTCTGCT 
CTCGGTTCCTTACTCATGGCTGAGAGTAAAATGTTTCTTGGACACTTCAT 
TGGCATAGAGGGAGAGAGTGTGAACTTGGCCTTTTGTGGAACAGAGGAGG 
CTCGGGCAGAGGTGGTGATAGTGCAGCCCATTCATTCTGAGATGAAACTT 
CCACTGGTTTCCGTAAAGGCGTCTTGGGGAGGGAAGGGAAGGGGATGGGG 
ACCTCCCAGTGGTATCCCCTGCTTGGGCACTGAGGGAAAGCCACAGTGGC 
TCGGGGGAAAAGGCAGGGACGTCCTCTCCCCGCCTGCCTCTGTCCCCAGG 
GAGTCTCGCCTCCTGTTCCCACCTGGGGCTAGGGTGATAGAGGAGAGGAG 
ATAGCTCAACCTGGCATTTAGGTGGTGTGGGAACAGGAGACCCCAGACTT 
TCTTGTTTTGGGGTCTGGGGCAGGCAACCAGGCTCCAGGGACAGTGAGTT 
GAAGGAAGGGTGGCTGGGAGACCCCTTGACTTGCTGCCAAGGAGACAGAG 
CTGGAGCTAGGGTGGCCGGTGGTGTCTGAGGCAGGTGCAGAGAGGGAGGG 
AGGGAAGGGGCCTTTGACTCCAACCTCCTTTTTCTGTACCGACTGCAGGT 
GGCAGCTGCCCTTTCAGGAGCCAGTGGGGGAACCTGGGTGGCTGGGTGGG 
GACACCTGCAAGTCCTCCCTAAGCCAGCTACCACCCTACACTGTTGGCCT 
CCCTTCTCCAACTGTGGGGATGCTGCTCAGGCCTTTTGTGACATCACACC 
TGAGAGTCCCTGGGGTCCAGTCATTGCTGCTGGGCACAGCGAGGTCCAAG 
CTCAGGTCGCCCTGCCCCCTACCCACCATGCCAGATCCAGCATCGTTGTG 
GGCAAACAATTATCTGGATGATCTTTATGGGGCTTAAGCTTGGGTGGGAG 
CAGATGGGGCATGAGCTGGGGATTTGGGGATGGGGGGAATCCACACCCCC 
ACGTCCTGGACGTTTAAAAGGCCCTCTCTGGCACTGGGCCGGGGCAGAGG 
CCAGCAGAAAAGTGACTGGAGTCCA 
 


